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December 2006 from two regional hospitals were stud-
ied.
Results: More than half of these cases were females
(45/76, 59%). The mean ages of male and female patients
were 43 (median: 41, range: 4—78) and 45.8 (median:49,
range: 10—82). The mean hospital stay was 6.4 days.
Clinical manifestations were fever (62/76, 82%), malaise
(37/76, 49%), skin rashes (37/76, 49%), bone pain/arthralgia
(35/76, 46%), anorexia (33/76, 43%), pruritus (33/76, 43%),
headache (25/76, 33%), nausea (21/76, 28%), diarrhea
(21/76, 28%), vomit (20/76, 26%), hemorrhage (17/76,
22%), skin pain (15/76, 20%), abdominal pain (14/76, 18%),
retro-orbital pain (12/76, 16%), conjunctivitis (10/76, 13%).
Positive results for RT-PCR occurred in 38 of 76 patients
(50%). Serotype 3 was the major causative strain. Pro-
longed partial thromboplastin time was observed in 44
of 76 patients (58%), while elevation of aspartate amino-
transferase was observed in 69 of 76 patients (91%).
Thrombocytopenia occurred in 65 of 76 patients (86%) and
32 of them (49%) had severe thrombocytopenia (less than
50,000/mm3), while 65 of 76 patients (86%) were leukopenic
and 28 of them (43%) had severe leukopenia (white blood
cells ranged from 1,000 to 2,000/mm3). The average dura-
tion of peak body temperature to normal was 3.1 days. The
mean intervals of leukopenia and thrombocytopenia were
2.5 days and 2.6 days respectively. All patients recovered
except an old man with previous exposure to dengue virus
died of acute fulminant hepatitis.
Conclusion: Dengue fever occurred predominantly in
females, fever was the major manifestation. Most of the
patients contracted hepatitis, leukopenia and thrombocy-
topenia. Clinical outcome was satisfactory.
doi:10.1016/j.ijid.2008.05.234
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Background: A high seroprevalence of HCV infection (4.8%
in the general population) is reported in Romania. Limited
available data on the viral subtypes’ distribution indicate
genotype 1b as dominant. In order to promptly detect any
changes in the genetic composition of the epidemic, a survey
on the recent proﬁle of circulating HCV genotypes in this
region and their association with transmission risk factors
was conducted.
Methods: Genotyping was performed using in house Rt-
PCR for 5′UTR, followed by RFLP analysis. Viral genotype
was conﬁrmed by sequencing of Core and NS5B PCR prod-
ucts and phylogenetic analysis. Results were compared with
those obtained by commercial Line Probe Assay (Innogenet-
ics).
Results: 108 samples with high viral loads were col-
lected fromHCV infected patients, representative for all age
groups and geographic regions of the country. Concordant
results were obtained by the commercial and “in house”
genotyping methods for all tested samples. Genotype 1b
was found in 77,7% of the samples, genotype 1a in 18,5%
of the samples and genotypes 3a and 4a each in 1.8% of
the samples. Even if the commercial kits are credited with
little accuracy in identifying inter/intragenotype recombi-
nants, they showed good discrimination capacity between
genotypes 1b and 1a. Genotype 1b was the only one found
in women aged 40—60 years old, with chronic hepatitis C
diagnosed more than 10 years ago and a history of blood
transfusions received during surgical interventions; while
the other 3 genotypes were detected in younger patients
(aged 17—35 years), with recently identiﬁed hepatitis C
infection, mainly associated with a history of intravenous
drug use during the preceding 5 years.
Conclusions: The recent introduction of new HCV geno-
types in Romania stimulate a continuous epidemiological
surveillance, suggesting shifts in the transmission pathways,
with the possible emergence of recombinants in people with
multiple infections.
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Background: Since two doses of MMR vaccine were
included in the Expended Program on Immunization (EPI) in
1992, the incidence of rubella and CRS has decreased greatly
in Taiwan. In recent years, imported cases have accounted
majority of conﬁrmed cases. This report describes a
large rubella outbreak happened among foreign workers in
Taoyuag county in Taiwan.
Methods: We implemented an investigation including
patient characteristics; laboratory test and contact tracing.
Control measures included symptoms surveillance, isolation
of symptomatic contacts, and mass immunization. We also
informed physicians in nearby communities to report any
case with rash illness.
Results: The index case, a 20 year-old male Vietnamese,
was reported on June 25, 2007. He just entered Taiwan to
work for a construction company on April 19. He lived in a
dormitory with other 485 male foreign workers. Till July 14,
44 suspected cases were reported. Twenty-three (52%) were
laboratory conﬁrmed (all positive rubella IgM) and the attack
rate was 4.7%. Among conﬁrmed case, the median age was
25 years (range: 20-33 years); all male and unvaccinated
Vietnamese workers. For workers who didn’t have symp-
toms in previous two months, we vaccinated one-dose MMR
for them. Totally 264 doses were administered. No other
rubella case was noted in nearby communities during the
surveillance period.
Conclusion: This was the largest rubella outbreak among
foreign workers in Taiwan. It probably originated from a
